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Yfiler Kit Haplotype Database Online Search Tool
The Yfiler Kit Haplotype Database Online Search tool allows you to upload files created by both the Genotyper® and GeneMapper® 

ID software programs.  This document provides detailed information about the file formats necessary for upload, instructions for 

modifying the files, and tips to help avoid file formatting problems that may arise.  Refer to the  (P/N 4358101) for further information.

Genotyper Software Files

The format for a file created by Genotyper Software is:

Sample Info marker1 1 marker1 2 marker2 1 marker2 2 marker3 1 marker3 2 . . .
sample info Allele 1 Allele 2 Allele 1 Allele 2 Allele 1 Allele 2 . . .

Each file contains 1 row per sample. Each column corresponds to a marker/allele.

NOTE: There must be a value in each Allele column for the sample data in that row to successfully load. Acceptable Allele values are: 

integers, intergers containing a decimal point (e.g., 18.2), <m or >n values for types that fall outside outside the ladder allele range, “O” 

or “OL allele?” text, and comma( , ). The search engine interprets any “OL Allele?” or “O” as a wildcard.

To create and modify a Genotyper Software file to upload:

1 In the Genotyper program, run the Make Allele Table macro.

2 From the Table menu, select Export to File, and save the file as name.txt.
3 Optional. To modify the file, open the file with Microsoft Excel®. 

The following example shows a partial file created by Genotyper Software and opened in Microsoft Excel:

4 Optional. Delete the row that contains the allelic ladder sample and any other rows that contain samples you do not need to include 
in the search, such as known reference or control samples.

5 Optional. Check the table for microvariants, and revise microvariant values, if desired:
• “OL Allele?” appears in the allele table if a microvariant’s size is within the size range for the locus. Based on confirmation of 

the microvariant designation, you can change this value to be more specific; for example, replace “OL Allele?” with “17.2”. 

• “O” appears in the allele table if a microvariant’s size is outside the size range for the locus.  You can change this value to search 

for greater than or less than values. Enter “<m” to indicate the smallest allele in the ladder range for a locus; for example, “<15”; 

or enter “>n” to indicate the largest allele in the ladder range for a locus; for example, “>14”.
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NOTE: When you modify the file, be sure to keep the exact same number of columns in each row. Each sample line 

must have the correct number of tab-delimited columns, or the sample data for that row will not be processed.

6 Save the file as tab-delimited text.

GeneMapper Software Files

The format for a file created by GeneMapper Software is:

Sample Name Marker Allele 1 Allele 2 Sample Name Marker Allele 1 Allele 2 . . .
Sample Name Marker 1 Allele 1 Allele 2 Sample name Marker 2 Allele 1 Allele 2 . . .

Each file contains 1 row per sample.

NOTE: There must be a value in each Allele 1 column for the sample data in that row to successfully load. Acceptable Allele 
values are: integers, integers containing a decimal point (e.g., 18.2), <m or >n values for types that fall outside outside the 

ladder allele range, and “OL” text. The search engine interprets any “OL” or blank as a wildcard.

To create and modify a GeneMapper Software file:

1 In the GeneMapper Software Tools menu, select the Table Setting Editor.

2 In the Genotypes tab, select the following Column Settings:
• Sample Name

• Marker

• Allele

3 In the Samples tab, hide all columns.
4 Select the File menu and then select Export Combined Table.
5 Name the file and save as tab-delimited text; for example: name.txt.
6 Optional. To modify the file, open the file with a text editor such as Microsoft Notepad or Wordpad.

NOTE: If you open the file using Microsoft Excel, you may experience errors when searching the Yfiler Kit Haplotype 

Database.
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The following example shows a partial file created by GeneMapper Software:
Sample Name Marker Allele 1 Allele 2 Sample Name Marker Allele 1 Allele 2 . . .
1 B_DYS456 14 15 1 B_DYS389I 12 . . .
13 B_DYS456 15 8 13 B_DYS389I 13 . . .
4 B_DYS456 16 4 B_DYS389I 13 . . .
15 B_DYS456 14 15 B_DYS389I 13 . . .
5 B_DYS456 16 5 B_DYS389I 13 . . .
16 B_DYS456 16 16 B_DYS389I 14 . . .
.
.
ladder B_DYS456 13 14 ladder B_DYS389I 10 11 . . .
neg B_DYS456 neg B_DYS389I . . .

7 Optional. Delete the row that contains the allelic ladder sample and any other rows that contain samples you do not 
need to include in the search, such as known reference or control samples.

8 Optional. Check the file for microvariants, and revise the microvariant values, if desired:
• “OL” appears in the allele table if a microvariant’s size is within the size range for the locus. Based on 

confirmation of the microvariant designation, you can change this value to be more specific; for example, replace 

“OL” with “17.2”. 

• A blank (no value) appears in the allele table if a microvariant’s size is outside the size range for the locus.  You 

can change this column to search for greater than or less than values. Enter “<m” to indicate the smallest allele in 

the ladder range for a locus; for example, “<15”; or enter “>n” to indicate the largest allele in the ladder range for 

a locus; for example, “>14”.

9 Save the file as tab-delimited text.
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iScience. To better understand the comp
interaction of biological systems, life 
scientists are developing revolutionary 
approaches to discovery that unite 
technology, informatics, and traditional 
laboratory research. In partnership with o
customers, Applied Biosystems provides 
innovative products, services, and knowle
resources that make this new, Integrated
Science possible.

Worldwide Sales Offices
Applied Biosystems vast distribution and 
service network, composed of highly train
support and applications personnel, reach
150 countries on six continents. For 
international office locations, please call t
division headquarters or refer to our Web 
at www.appliedbiosystems.com

Applera is committed to providing the wor
leading technology and information for lif
scientists. Applera Corporation consists of
Applied Biosystems and Celera Genomics
businesses.

Headquarters
850 Lincoln Centre Drive
Foster City, CA 94404 USA
Phone: 650.638.5800
Toll Free: 800.345.5224
Fax: 650.638.5884

Celera Genomics
45 West Gude Drive
Rockville, MD 20850
Phone: 877.723.5272 (US only)
Direct: 240.453.3496

For Research, Forensic, or Paternity use o
Not for use in diagnostic procedures.

Applied Biosystems is a registered tradem
AB (Design), Applera, iScience, iScience 
(Design) are trademarks of Applera 
Corporation or its subsidiaries in the US a
or certain other countries.
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