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T7 promoter/priming site

TATA

Pro Ala Phe Leu Tyr Lys

Val Val Asp Leu Glu Gly Pro Arg Phe Glu Gly Lys Pro Ile Pro Asn Pro Leu Leu

Gly Leu Asp Ser Thr Arg Thr Gly *** *** ***

3´end of
CMV promoter

Putative
transcriptional start

attB 2

CAAT

GATAGTTGTT CAAACATGTT TTTTCG TCC GAN NTG GGT CGA AAG AAC ATG TTT

attB 1

NAC CCA GCT TTC TTG TAC AAA

V5 epitope

_ _ _  _ _ _  _ _ _
_ _ _  _ _ _  _ _ _GENE

1414 3657

CAC CAA

V5(C-term) reverse priming site

TTGACGCAAA TGGGCGGTAG GCGTGTACGG TGGGAGGTCT ATATAAGCAG AGCTCTCTGG CTAACTAGAG

AACCCACTGC TTACTGGCTT ATCGAAATTA ATACGACTCA CTATAGGGAG ACCCAAGCTG GCTAGTTAAG

CTATCAACAA GTTTGTACAA AAAAGC AGG CTN

GTG GTT GAT CTA GAG GGC CCG CGG TTC GAA GGT AAG CCT ATC CCT AAC CCT CTC CTC

GGT CTC GAT TCT ACG CGT ACC GGT TAG TAA TGA GTTT AAACGGGGGA GGCTAACTGA


