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Comments for:

Arabinose O operator region:
Arabinose O1 operator region:
CAP binding site:

Arabinose |1 and I, region:
Arabinose minimal promoter:
Ribosome binding site:
His-Patch Thioredoxin ORF:
TrxFus Forward priming site:
Enterokinase recognition site:
TOPO® recognition site 1:
Overhang:

TOPO® recognition site 2:

V5 epitope:

Polyhistidine (6xHis) region:
pBAD Reverse priming site:

rrB transcriptional termination region:
Ampicillin (bla) resistance gene:

Kanamycin resistance gene (c):
pUC origin:

araC ORF (c):

(c) = complementary strand

pBAD102/D-TOPQ® pBAD202/D-TOPQO®
4471 nucleotides 4448 nucleotides
4-19 4-19
161-182 161-182
203-216 203-216
213-251 213-251
248-276 248-276
329-332 329-332
346-674 346-674
655-672 655-672
691-705 691-705
718-722 718-722
723-726 723-726
727-731 727-731
748-789 748-789
799-816 799-816
872-889 872-889
922-1079 922-1079
1358-2218
1448-2242
2363-3036 2340-3013
3532-4410 3544-4422
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