
Features of pBAD/Thio-E
7364 nucleotides

Arabinose O2 operator region: bases 4-19
Arabinose O1 operator region: bases 161-182
CAP binding site: bases 203-216
Arabinose I1 and I2 region bases 213-251
Arabinose minimal promoter: bases 248-276
Ribosome binding site: 329-332
His Patch thioredoxin ORF: 346-674
Trx Forward priming site: 655-672
Enterokinase recognition site: 691-705
loxP site: 709-742
CAT ORF: 763-1419
V5 epitope: 1432-1473
6xHis tag: 1483-1500
Uni1 Reverse priming site: 1562-1583
BGH polyadenylation sequence: 1581-1789
T7 transcription termination region: 1804-1932
Kanamycin resistance gene (C): 2905-2111
kan promoter (C): 3043-2906
R6K gamma origin: 3266-3657
Uni1 Forward priming site: 3625-3643
loxP site: 3678-3711
pBAD Reverse priming site: 3764-3781
rrnB transcriptional termination region: 3814-3971
Ampicillin resistance gene: 4251-5111
pUC origin: 5256-5929
AraC ORF (C): 7338-6460
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