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pcDNA™3.1/
Hygro (+/–)
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Comments for pcDNA™3.1/Hygro (+/–)
5597 base pairs

CMV promoter: bases 209-863
T7 promoter/priming site: bases 863-882
Multiple cloning site: bases 895-1010
BGH reverse priming site: bases 1022-1039
BGH polyadenylation signal: bases 1021-1235
f1 origin: bases 1298-1711
SV40 promoter and origin: bases 1776-2100
Hygromycin resistance gene: bases 2118-3141
SV40 early polyadenylation signal: bases 3154-3526
pUC origin: bases 3786-4456 (c)
Ampicillin resistance (bla) gene: bases 4601-5461 (c)

(c) = complementary strand
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