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CMV promoter: bases 209-863 > — E =

T7 promoter/priming site: bases 863-882 T T T T _ I ETTo_ o
Multiple cloning site: bases 895-1010 (_) » 2 & 88 28383885380 % 5 S« &
BGH reverse priming site: bases 1022-1039 I 240X X2QUWaAuwmaoanx T QO

BGH polyadenylation signal: bases 1021-1235

1 origin: bases 1298-1711

SV40 promoter and origin: bases 1776-2101

EM7 promoter: bases 2117-2183

Zeocin™ resistance gene: bases 2184-2558

SV40 polyadenylation signal: bases 2688-2817

pUC origin: bases 3201-3874 (c)

bla promoter: bases 4880-4978 (c)

Ampicillin resistance (bla) gene: bases 4019-4879 (c)

(c) = complementary strand
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