
CACTGCTTAC TGGCTTATCG AAATTAATAC GACTCACTAT AGGGAGACCC AAGCTGGCTA

BstX I*

Not IEcoR V BstX I*

BGH poly (A) site

Asp718 I

Xba IXho I

T7 promoter/priming site

GCGTTTAAAC TTAAGCTTAC C ATG GGG GGT TCT CAT CAT CAT CAT CAT CAT

GGT ATG GCT AGC ATG ACT GGT GGA CAG CAA ATG GGT CGG GAT CTG TAC

GAC GAT GAC GAT AAG GTA CCT AGG ATC CAG TGT GGT GGA ATT CTG CAG

ATA TCC AGC ACA GTG GCG GCC GCT CGA GTC TAG AGGGCCCGTT TAAACCCGCT

GATCAGCCTC GACTGTGCCT TCTAGTTGCC AGCCATCTGT TGTTTGCCCC TCCCCCGTGC

CTTCCTTGAC CCTGGAAGGT GCCACTCCCA CTGTCCTTTC CTAATAAAAT GAGGAAATTG

839

899

950

998

1046

1099

1159

Polyhistidine (6xHis) region

                        Met Gly Gly Ser His His His His His His

Gly Met Ala Ser Met Thr Gly Gly Gln Gln Met Gly Arg Asp Leu Tyr

Asp Asp Asp Asp Lys Val Pro Arg Ile Gln Cys Gly Gly Ile Leu Gln

Ile Ser Ser Thr Val Ala Ala Ala Arg Val ***

Xpress™ Epitope

Enterokinase recognition sequence

Kpn I BamH I EcoR I

Apa I

BGH reverse priming site

Hind III

EK cleavage site

*Note that there are two BstX I sites in the polylinker.
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