
CTGGCTAACT AGAGAACCCA CTGCTTACTG GCTTATCGAA ATTAATACGA CTCACTATAG

GGAGACCCAA GCTGGCTAGC GTTTAAACTT AAGCTTAGCG CAGAGGCTTG GGGCAGCCGA

GCGGCAGCCA GGCCCCGGCC CGGGCCTCGG TTCCAGAAGG GAGAGGAGCC CGCCAAGGCG

CGCAAGAGAG CGGGCTGCCT CGCAGTCCGA GCCGGAGAGG GAGCGCGAGC CGCGCCGGCC

T7 promoter/priming site

821

881

941

1001

CCGGACGGCC TCCGAAACC ATG GGG GGT TCT CAT CAT CAT CAT CAT CAT1061
Polyhistidine Region

                     Met Gly Gly Ser His His His His His His

QBI SP163 translational enhancer

Xpress™ Epitope

BstX I*

Not IEcoR V BstX I*

Asp718 I

Xba IXho I

GGT ATG GCT AGC ATG ACT GGT GGA CAG CAA ATG GGT CGG GAT CTG TAC

GAC GAT GAC GAT AAG GTA CCT AAG GAT CCA GTG TGG TGG AAT TCT GCA

GAT ATC CAG CAC AGT GGC GGC CGC TCG AGT CTA GAG GGC CCG TTT AAA

CCC GCT GAT CAG CCT CGA CTG TGC CTT CTA GTT GCC AGC CAT CTG TTG

TTT GCC CCT CCC CCG TGC CTT CCT TGA CCCTGGAAGG TGCCACTCCC

1110

1158

1206

1254

1302

Gly Met Ala Ser Met Thr Gly Gly Gln Gln Met Gly Arg Asp Leu Tyr

Asp Asp Asp Asp Lys Val Pro Lys Asp Pro Val Trp Trp Asn Ser Ala

Asp Ile Gln His Ser Gly Gly Arg Ser Ser Leu Glu Gly Pro Phe Lys

Enterokinase recognition site

Kpn I BamH I

Apa I

BGH reverse priming site

Pro Ala Asp Gln Pro Arg Leu Cys Leu Leu Val Ala Ser His Leu Leu

Phe Ala Pro Pro Pro Cys Leu Pro ***

EK cleavage site

Pst IEcoR I

pcDNA4/HisMax© B


