T7 promoter/priming site “' Nh‘e I Pme I*  Hind Il

638 |TAATACGACT CACTATAGGE AGACCCAAGC TGGCTAGCGT TTAAACT TAA
ATTATGCTGA GTGATATCCC TCTGGGTTCG ACCGATCGCA AATTTGAATT

EC?R | Ps‘t | EC(‘JRV Bst‘X | No‘t |
688 GCTTGGAGIT PCR Product AAGCCG AATTCTGCAG ATATCCAGCA CAGIGGCGGEC
CGAACCTCAR TTCGGC TTAAGACGTC TATAGGTCGT GTCACCGOCG
Xhol — Xbal Apal  PmeI* BGH reverse priming site
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734 CGCTCGAGIC TAGAGGGCCC GITTAAACCC GCTGATCAGC CTCGACTGTG CCTTCTA

GCGAGCTCAG ATCTCCCGGEG CAAATTTGGEG CGACTAGTUG GAGCTGACAC GGAAGAT
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Comments for pCR®3.1-Uni
5020 nucleotides

CMV promoter: bases 1-596

Putative transcriptional start: bases 620-625

T7 promoter/priming site: bases 638-657

Multiple cloning site: bases 670-761

TA Cloning® site: bases 697-698

BGH reverse priming site: bases 773-791

BGH polyadenylation site: bases 772-986

pUC origin: bases 1076-1749

SV40 promoter and origin: bases 3492-3154 (complement)
Neomycin/kanamycin resistance gene (ORF): bases 3119-2331 (complement)
Thymidine kinase polyadenylation site: bases 2156-1886 (complement)
Ampicillin resistance gene (ORF): bases 4431-3571 (complement)

f1 origin: bases 4562-5018

*There is more than one Pme | site in the polylinker.
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