
ATG AGC ACA AAA AAG AAA CCA TTA ACA CAA GAG CAG CTT GAG GAC GCA

CGT CGC CTT AAA GCA ATT TAT GAA AAA AAG AAA AAT GAA CTT GGC TTA
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TCC CAG GAA TCT GTC GCA GAC AAG ATG GGG ATG GGG CAG TCA GGC GTT

GGT GCT TTA TTT AAT GGC ATC AAT GCA TTA AAT GCT TAT AAC GCC GCA

TTG CTT GCA AAA ATT CTC AAA GTT AGC GTT GAA GAA TTT AGC CCT TCA

ATC GCC AGA GAA ATC TAC GAG ATG TAT GAA GCG GTT AGT ATG CAG CCG

TCA CTT AGA AGT GAG TAT GAG TAC CCT GTT TTT TCT CAT GTT CAG GCA

GGG ATG TTC TCA CCT GAG CTT AGA ACC TTT ACC AAA GGT GAT GCG GAG

AGA TGG GTA AGC ACA ACC AAA AAA GCC AGT GAT TCT GCA TTC TGG CTT

GAG GTT GAA GGT AAT TCC ATG ACC GCA CCA ACA GGC TCC AAG CCA AGC

TTT CCT GAC GGA ATG TTA ATT CTC GTT GAC CCT GAG CAG GCT GTT GAG

CCA GGT GAT TTC TGC ATA GCC AGA CTT GGG GGT GAT GAG TTT ACC TTC

AAG AAA CTG ATC AGG GAT AGC GGT CAG GTG TTT TTA CAA CCA CTA AAC

CCA CAG TAC CCA ATG ATC CCA TGC AAT GAG AGT TGT TCC GTT GTG GGG

AAA GTT ATC GCT AGT CAG TGG CCT GAA GAG ACG TTT GGG AATT TGGAATTCGA

TTCCGGGCGA ATTTCTTATG ATTTATGATT TTTATTATTA AATAAGTTAT AAAAAAAATA

GCTCAGATCT CAGCTGGGCC CGGTACCGCG GCCGCTCGAG TCGACCTGCA GCCAAGCTAA

AGTGTATACA AATTTTAAAG TGACTCTTAG GTTTTAAAAC GAAAATTCTT

Met Ser Thr Lys Lys Lys Pro Leu Thr Gln Glu Gln Leu Glu Asp Ala

Arg Arg Leu Lys Ala Ile Tyr Glu Lys Lys Lys Asn Glu Leu Gly Leu

Ser Gln Glu Ser Val Ala Asp Lys Met Gly Met Gly Gln Ser Gly Val

Gly Ala Leu Phe Asn Gly Ile Asn Ala Leu Asn Ala Tyr Asn Ala Ala

Leu Leu Ala Lys Ile Leu Lys Val Ser Val Glu Glu Phe Ser Pro Ser

Ile Ala Arg Glu Ile Tyr Glu Met Tyr Glu Ala Val Ser Met Gln Pro

Ser Leu Arg Ser Glu Tyr Glu Tyr Pro Val Phe Ser His Val Gln Ala

Gly Met Phe Ser Pro Glu Leu Arg Thr Phe Thr Lys Gly Asp Ala Glu

Arg Trp Val Ser Thr Thr Lys Lys Ala Ser Asp Ser Ala Phe Trp Leu

Glu Val Glu Gly Asn Ser Met Thr Ala Pro Thr Gly Ser Lys Pro Ser

Phe Pro Asp Gly Met Leu Ile Leu Val Asp Pro Glu Gln Ala Val Glu

Pro Gly Asp Phe Cys Ile Ala Arg Leu Gly Gly Asp Glu Phe Thr Phe

Lys Lys Leu Ile Arg Asp Ser Gly Gln Val Phe Leu Gln Pro Leu Asn

Pro Gln Tyr Pro Met Ile Pro Cys Asn Glu Ser Cys Ser Val Val Gly

Lys Val Ile Ala Ser Gln Trp Pro Glu Glu Thr Phe Gly

cI repressor ORF

cI Forward priming site

pHybLex/Zeo Reverse priming site

EcoR I

Sac I Apa I Not I/Sac II Xho I Sal I

ADH1 transcription termination signal


