
Comments for pIND/Hygro
5193 nucleotides

Ecdysone/glucocorticoid Response Elements (5x E/GREs): bases 12-185
Minimal Heat Shock Promoter and 5´ UTR: bases 192-486
Putative Transcriptional Start: base 245
Multiple Cloning Site: bases 487-612
BGH Reverse priming site: bases 614-631
BGH Polyadenylation sequence: bases 613-827
f1 origin: bases 890-1303
SV40 promoter/origin: bases 1368-1693
Hygromycin-B-phosphotransferase ORF (HygR): bases 1711-2734
SV40 Polyadenylation sequence: bases 2747-3119
pUC origin: bases 3379-4052 (Complementary strand)
β-lactamase ORF (AmpR): bases 4197-5057 (Complementary strand)

N
he

 I
P

m
e 

I
A

fl 
II

H
in

d 
III

A
sp

71
8 

I
K

pn
 I

E
cl

13
6 

II
S

ac
 I

B
am

H
 I

S
pe

 I
B

st
X

 I
E

co
R

 V
B

st
X

 I
N

ot
 I

X
ho

 I
X

ba
 I

D
ra

 II
A

pa
 I

P
m

e 
I

pIND/
Hygro

5.2 kb

SV40
oriA

m
p

icillin

f1 ori

BGH pA

H
ygrom

ycin

5 X
E /

GRE
P∆HSP

SV40 pA

pUC ori


