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Commentsfor pIND/Hygro
5193 nucleotides

Ecdysone/glucocorticoid Response Elements (5x E/GRES): bases 12-185
Minimal Heat Shock Promoter and 5° UTR: bases 192-486

Putative Transcriptional Start; base 245

Multiple Cloning Site: bases 487-612

BGH Reverse priming site: bases 614-631

BGH Polyadenylation sequence: bases 613-827

f1 origin: bases 890-1303

SV 40 promoter/origin: bases 1368-1693
Hygromycin-B-phosphotransferase ORF (HygR): bases 1711-2734
SV 40 Polyadenylation sequence: bases 2747-3119

pUC origin: bases 3379-4052 (Complementary strand)

B-lactamase ORF (AmpR): bases 4197-5057 (Complementary strand)
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