
Comments for pYES2/GS (no insert)
       5880 nucleotides

GAL1 promoter: bases 1-452
T7 promoter/priming site: bases 476-495
yORF cloning site: between bases 513 and 514
V5 epitope: bases 544-585
Polyhistidine region: bases 595-612
CYC1 transcription termination signal: bases 632-880
pMB1 (pUC) origin: bases 1062-1735 (opposite strand)
Ampicillin resistance gene: bases 1880-2740 (opposite strand)
URA3 gene: 2758-3865 (opposite strand)
2 micron origin: 3869-5340
f1 origin: bases 5408-5863 (opposite strand)

Note: The restriction sites will excise
the yORF providing the insert does
not contain these sites.

AAGCTCGCCCTTGCAGTCCTGGAATTCCAGCTGACCACC ATG... AAG GGC GAG CTT CGA GGT CAC ...

TTCGAGCGGGAACGTCAGGACCTTAAGGTCGACTGGTGG TAC... TTC CCG CTC GAA GCT CCA GTG ...

                                        MET... Lys Gly Glu Leu Arg Gly His
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The sequence of pBAD/Thio-TOPO has been compiled from information in sequence databases, published
sequences, and other sources. This vector has not yet been completely sequenced. If you suspect an error in
the sequence, please contact Invitrogen's Technical Service Department.
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