
CATTTTCGGT TTGTATTACT TCTTATTCAA ATGTAATAAA AGTATCAACA AAAAATTGTT AATATACCTC TATACTTTAA

CGTCAAGGAG AAAAAACCCC GGATCGGACT ACTAGCAGCT GC ATG GCA CCC AAG AAG AAG CGG AAG GTC CCA GGT

GTA CCG AGC TCG AAT TGC ATC GAT ACG GCC CCC CCG ACC GAT GTC AGC CTG GGG GAC GAG CTC CAC

TTA GAC GGC GAG GAC GTG GCG ATG GCG CAT GCC GAC GCG CTA GAC GAT TTC GAT CTG GAC ATG TTG

GGG GAC GGG GAT TCC CCG GGT CCG GGA TTT ACC CCC CAC GAC TCC GCC CCC TAC GGC GCT CTG GAT

ATG GCC GAC TTC GAG TTT GAG CAG ATG TTT ACC GAT GCC CTT GGA ATT GAC GAG TAC GGT GGG ATC

GAT TGG ATC CCC GGG TAC CGA GCT CAA TTG CGG CCG GCC GCT AGA TAC ATA GAA GCT AAG CTT GGT

ACC GAG CTC GGA TCC ACT AGT AAC GGC CGC CAG TGT GCT GGA ATT CTG CAG ATA TCC ATC ACA CTG

GCG GCC GCT CGA GGC ATG CAT CTA GAG GGC CGC ATC ATG TAA TTAGTTA TGTCACGCTT ACATTCACGC

CCTCCCCCCA CATCCGCTCT AACCGAAAAG
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Val Pro Ser Ser Asn Cys Ile Asp Thr Ala Pro Pro Thr Asp Val Ser Leu Gly Asp Glu Leu His

Leu Asp Gly Glu Asp Val Ala Met Ala His Ala Asp Ala Leu Asp Asp Phe Asp Leu Asp Met Leu

VP16 activation domain

SV40 nuclear localization signal (NLS)

Met Ala Pro Lys Lys Lys Arg Lys Val Pro Gly

Gly Asp Gly Asp Ser Pro Gly Pro Gly Phe Thr Pro His Asp Ser Ala Pro Tyr Gly Ala Leu Asp

Met Ala Asp Phe Glu Phe Glu Gln Met Phe Thr Asp Ala Leu Gly Ile Asp Glu Tyr Gly Gly Ile

Asp Trp Ile Pro Gly Tyr Arg Ala Gln Leu Arg Pro Ala Ala Arg Tyr Ile Glu Ala Lys Leu Gly

Thr Glu Leu Gly Ser Thr Ser Asn Gly Arg Gln Cys Ala Gly Ile Leu Gln Ile Ser Ile Thr Leu

Ala Ala Ala Arg Gly Met His Leu Glu Gly Arg Ile Met ***
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