
• New for GeneMapper ID
Software version 3.2:

- Improved analysis methods
enable automated analysis of
tri-, tetra-, penta-, and hexanu-
cleotide repeat motifs

- Ability to export all samples
(regardless of sizing quality) 
to the genotype table in a 
horizontal format improves
sample tracking

- Compatible with Microsoft
Windows XP® Professional
(Service Pack 1 or higher)

• Consolidation of GeneScan®

and Genotyper® Software
functions increases efficiency 
and productivity

• Novel Process Component Based
Quality Values (PQVs) quickly
identify genotype quality, 
reducing analysis bottlenecks

• Simultaneous analysis of multiple
samples from different AmpFlSTR®

kits improves workflow

• CODIS-compatible reporting
enables easy data uploading 

• Automated concordance checks of
overlapping markers and controls
from various AmpFlSTR kits
eliminates manual processing 

Introduction 

Providing integrated solutions that
help reduce the analysis bottlenecks 
in human identification applications 
is a priority at Applied Biosystems. To
this end, GeneMapper ID Software
version 3.2 is designed specifically 
for the analysis of AmpFlSTR kits
and meets the demands of human
identification applications, including
forensic casework, establishing convicted
offender and population databases,
performing parentage testing, tracking
specimens, and identifying missing
persons, military personnel and mass
disaster remains. 

By combining rules-based analysis
capabilities with the precision-sizing 
capabilities of GeneScan Software 
and the trusted allele-calling ability 
of Genotyper Software, accurate allele
calls are easier than ever before. Our
novel Process Component Based
Quality Values (PQVs) enable quick

identification and genotype sorting
based on genotype quality, which 
significantly improves analysis work-
flow and productivity. The expert
systems capable GeneMapper ID
Software is verified for use with 
validated ABI PRISM® genetic analysis
instruments, and is an integral 

component of Applied Biosystems
complete system comprised of 
instruments, reagents, software, and
support for human identity testing.

Ease-of-Use 

GeneMapper ID Software v3.2
improves workflow by streamlining the
transition between data collection and
analysis. We have replaced Genotyper
Software macros with pre-defined
marker and allele size ranges and stutter
percentages for each AmpFlSTR kit.
They are presented in a table format
that you can easily customize to meet
your individual laboratory requirements.
We have made data interpretation
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Figure 1. PQVs measure the overall quality of sample genotypes and produce graphical flags in three colors that
indicate overall quality (green = pass, yellow = check, and red = low-quality calls), based on pre-defined specifications.
PQVs identify and sort low-quality samples, which improves analysis efficiency and increases productivity.
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more efficient with customizable tables
and graphic presentations. A central
project window offers a convenient
user interface between the sample and
genotype views and can be used for
viewing raw data. Finally, once the
analysis settings have been defined,
GeneMapper ID Software v3.2 offers 
a simple one-click operation to further
streamline data analysis. 

PQVs

Previously, most genotyping projects
required manual examination of nearly
all allele calls. GeneMapper ID
Software v3.2, however, minimizes 
this bottleneck by substantially 
reducing the time spent on data
review. PQVs enable quick and 
accurate identification and sample
sorting based on genotype quality by
producing a graphical “flag” in one of
three colors that indicate data quality
(Figures 1 and 2). In addition to pro-
viding an overall quality value for a
specific genotype, GeneMapper ID
Software v3.2 assigns a series of PQVs
to identify the cause of low quality
allele calls. The software then combines
these PQVs with information from 
the peak determination algorithms to
determine an overall genotype quality
value. This information gives you 
confidence that the genotype calls have
been made correctly with the proper
preset analysis parameters.

CODIS-Compatible Output

Developing and maintaining accessi-
ble databases is critical to many human
identity applications. GeneMapper ID
Software v3.2 can easily export geno-
type results to the Combined DNA
Index System (CODIS) in either CMF
v1.0 or v3.0 formats (Figure 3). In
addition, samples can also be labeled
using your own categories, such as
“convicted offender” or “unknown.”
User-defined exporting options also
let you export to third-party software.
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Figure 2. Genotype displays of D13S17 for three samples amplified with the AmpFlSTR® Identifiler® Kit. The top and
bottom panels display the genotypes of each DNA sample amplified individually. The center panel displays the results
of a 1:1 mixture of these products. In the mixture panel, the yellow PQV flags demonstrate that the results fall below the
pre-defined threshold values for the peak height ratio (PHR) and allele number (AN), and contribute to the red flag for
overall Genotype Quality (GQ). This graphical presentation of data quality helps facilitate efficient sample processing.
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The above workflow demonstrates how GeneScan and Genotyper Software functions are combined into the new,
streamlined GeneMapper ID Software v3.2.

Figure 3. The genotype profiles generated in GeneMapper ID Software v3.2 can be exported into CODIS as either
CMF v1.0 or v3.0 files. 



Automated Concordance Checks

To measure data integrity, you can
perform two concordance checks
using GeneMapper ID Software v3.2. 
The Control Concordance PQV, in
particular, automatically confirms the
genotype of the internal AmpFlSTR kit
control sample and flags any inconsis-
tencies. This type of check will also flag
any discrepancies in the negative control
samples. A second type of concordance
check allows you to monitor concor-
dance across shared alleles from different
AmpFlSTR kits. For example, the
software can automatically ensure that
the D7S820 and D3S1338 markers
found in the Profiler Plus® and COfiler®

PCR Amplification Kits provide the
same genotype for a given sample.

Software Verification

To maintain its role as a leader in 
the development of applications 
for human identity testing, Applied
Biosystems has implemented rigorous
software verification and version 
control procedures. GeneMapper ID
Software v3.2 was subjected to multiple
test criteria, including workflow, data
handling, peak detection and sizing,
human identification algorithms, 
and exporting (CODIS) functions.
Thorough verification testing of
GeneMapper ID Software ensures the
robust design features, performance, 
and reproducibility that you can 
depend on.

Operating System Compatibility
GeneMapper ID Software v3.2 is 
compatible with Microsoft Windows
NT® v4.0 (Service Pack 5 or higher),
Microsoft Windows 2000 Professional
(Service Pack 3 or higher), and
Microsoft Windows XP Professional
(Service Pack 1 or higher).
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Figure 4. AmpFlSTR Yfiler™ PCR Amplification Kit analysis of 1 ng of Male DNA control 007.

* Provided minimum computer specifications must be met.
**Does not support AutoAnalysis.

Instrument

Applied Biosystems 3130
Genetic Analyzer

Applied Biosystems 3130xl
Genetic Analyzer

ABI PRISM 3100–Avant
Genetic Analyzer

ABI PRISM 3100–Avant
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Specifications

Algorithms
Classic: Similar to GeneScan Software
algorithm for Macintosh OS
Advanced: Similar to GeneScan Soft-
ware algorithm for Windows NT OS

Quality Matrices
Process-component-based Quality
Values (PQVs)

Database
The GeneMapper ID Software
Database (GMDB) in GeneMapper
ID Software v3.2 is a Personal Oracle®

(8.1.7) Database

Sample File Compatibility
Sample files from Applied Biosystems
genetic analysis instruments validated
for use with human identification
applications

File Output Format
Tab-delimited text files

Recommended Computer Platform 
• 2.6 GHz (or faster) Intel® Pentium®

IV Processor

• 512 MB RAM

• 40-GB IDE Hard Drive (or larger)

• 48/32/48/16 CDRW/DVD-ROM

• 10/100/1000 Internal Ethernet Adapter 

• 1024 x 768 or higher pixels size
19-inch or larger monitor

• Microsoft Windows XP Professional
Operating System Service Pack 1 or
Microsoft Windows 2000 Service
Pack 4

Ordering Information

Description P/N

GeneMapper® ID Software v3.2 Initial License 4338951

Genotyping Analysis Workstation 4319551
If you purchase GeneMapper® ID Software v3.2 for use with an existing ABI PRISM® 3100 Genetic 
Analyzer, or an ABI PRISM® 377 DNA Sequencer/ABI PRISM® 310 Genetic Analyzer equipped with 
a Macintosh® OS, a separate Genotyping Analysis Workstation may be required. Please contact 
your local sales representative for details.

GeneMapper® ID Software v3.2 Upgrade 4362050
For upgrading from GeneMapper® ID Software v3.1

GeneMapper® ID Software v3.2 Conversion 4347325
For converting from GeneScan® and Genotyper® Software 
designed for either Macintosh® OS or Windows® OS

GeneMapper® ID Software v3.2 and Data Collection Software v2.0 4345653
For ABI PRISM® 3100–Avant Genetic Analyzers equipped with 
Windows 2000® OS

GeneMapper® ID Software v3.2 and Data Collection Software v2.0 4345652
For ABI PRISM® 3100 Genetic Analyzers equipped with Windows 2000® OS

GeneMapper® ID Software v3.2, Data Collection Software v2.0, 4347842
and Computer Upgrade
For ABI PRISM® 3100 Genetic Analyzers equipped with Windows NT® OS

GeneMapper® ID Software v3.2, Data Collection Software v3.0, 4327421
and Computer Upgrade 4347325
For ABI PRISM® 310 Genetic Analyzers equipped with Macintosh® OS

For a complimentary, 90-day demonstration of GeneMapper® ID Software,
contact your local Applied Biosystems representative. Additional information is
available at www.appliedbiosystems.com

For Research, Forensics, or Paternity Use Only. Not for use in diagnostic procedures.

Notice to Purchaser: License Disclaimer Purchase of this software product alone does not imply any license under any process, instrument or other apparatus, system, composition,
reagent or kit rights under patent claims owned or otherwise controlled by Applera Corporation, either expressly, or by estoppel. 

GeneMapper ID Software version 3.2 has undergone a verification process defined by Applied Biosystems. However, human identification laboratories analyzing forensic, paternity,
databasing, and single-source samples that choose to use GeneMapper ID Software for data analysis should perform their own appropriate validation studies.

ABI PRISM, AmpFlSTR, Applied Biosystems, GeneScan, Genotyper, COfiler, GeneMapper, Profiler Plus, and Identifiler are registered trademarks and AB (Design), Applera, and Yfiler are
trademarks of Applera Corporation or its subsidiaries in the US and/or certain other countries.

Oracle is a registered trademark of Oracle Corporation. Intel and Pentium are registered trademarks of Intel Corporation. Microsoft, Windows, Windows 2000, and Windows NT are
registered trademarks of Microsoft Corporation. Macintosh is a registered trademark of Apple Computer.
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International Sales

For our office locations please call the division
headquarters or refer to our Web site at
www.appliedbiosystems.com/about/offices.cfm

Headquarters

850 Lincoln Centre Drive | Foster City, CA 94404 USA
Phone 650.638.5800 | Toll Free 800.345.5224
www.appliedbiosystems.com 


